The two title compounds are analogs of 1-indanone that are substituted at the 6-position with chlorine and bromine. Although very similar in molecular structure, the crystal structures are not isomorphous and reveal that 6-chloroindan-1-one, C 9 H 7 ClO (I), and 6-bromoindan-1-one, C 9 H 7 BrO (II), exhibit unique intermolecular packing motifs. The molecules of the chloro analog (I) pack with a herringbone packing motif of C-HÁ Á ÁO interactions, whereas the bromo derivative (II) packs with offset face-to-face -stacking, C-HÁ Á ÁO, C-HÁ Á ÁBr and BrÁ Á ÁO interactions. Compound (II) was refined as a two-component non-merohedral twin, BASF 0.0762 (5).
Chemical context
Halogenated derivatives of the common bicyclic organic framework 1-indanone have been shown to be useful in a variety of synthetic and biologically related applications (Ruiz et al., 2004) . A search of the Cambridge Structural Database (Version 5.31, September 2016 with updates; Groom et al., 2016) returns four simple arylhalide substituted 1-indanones, although several more are commercially available. The title compounds represent two analogs of 6-haloindan-1-one that are notably not isomorphous. In addition, they are not isomorphous with the fluorine derivative 6-fluoroindan-1-one, which is one of the four that has previously been reported (Slaw & Tanski, 2014) . In the chloro analog, 6-chloroindan-1-one (I), the molecules pack together via a series of C-HÁ Á ÁO interactions. C-HÁ Á ÁX interactions are common and have been discussed in the literature (Desiraju & Steiner, 1999) , as well as specifically in the case of 1-indanone itself (Ruiz et al., 2004) . The bromo derivative 6-bromoindan-1-one (II) packs with offset face-to-face -stacking (Hunter & Saunders, 1990; Lueckheide et al., 2013) and several different intermolecular contacts including C-HÁ Á ÁO, C-HÁ Á ÁBr weak hydrogen bonds and BrÁ Á ÁO interactions. ISSN 2056-9890 The compounds 6-chloroindan-1-one (I) and 6-bromoindan-1-one (II) may be synthesized by the microwave or ultrasound-aided ring closure of 4-chloro-or 4-bromobenzenepropanoic acid, respectively, catalyzed by triflic acid in dichloromethane (Oliverio et al., 2014) . 6-Haloindan-1-ones have featured in the synthesis of biologically or pharmacologically active compounds. In recent examples, 6-chloroindan-1-one (I) has been employed in the total synthesis of the anticancer natural product chartarin (Unzner et al., 2016) , and in the synthesis of triazole-quinoline derivatives that are acetylcholinesterase inhibitors relevant to the treatment of Alzheimer's disease (Mantoani et al., 2016) . 6-Bromoindan-1-one has been used as the starting material for the synthesis of small molecules that inhibit cell entry by HIV-1 (Melillo et al., 2016) , and both 6-chloroindan-1-one and 6-bromoindan-1-one have been used as the starting material for the preparation of C-7 substituted 3,4-dihydroisoquinolin-1(2H)-one analogues that selectively inhibit unique poly-ADP-ribose polymerases (Morgan et al., 2015) .
Structural commentary
The molecular features of 6-chloroindan-1-one (I) (Fig. 1 ) and 6-bromoindan-1-one (II) (Fig. 2 ) are similar to those reported for the analogous structure 6-fluoroindan-1-one (Slaw & Tanski, 2014) , although the analogues are not isomorphous and exhibit different intermolecular packing. In the chloro derivative (I), the aryl C-Cl bond length, 1.7435 (11) Å , is similar to that found in the isomeric compound 5-chloroindan-1-one [C-Cl = 1.735 (2) Å ; Ruiz et al., 2006] . The aryl C-Br bond length in the bromo analog (II), 1.907 (3) Å , is similar to that found in the isomeric compound 4-bromoindan-1-one [1.894 (1) Å ; Aldeborgh et al., 2014] . The C O bond lengths in 6-chloroindan-1-one (I), 1.2200 (12) Å , and 6-bromoindan-1-one (II), 1.216 (3) Å , are also very similar to those found in the other four reported structures of simple arylhalidesubstituted 1-indanones: 6-fluoroindan-1-one, 1.2172 (13) Å (Slaw & Tanski, 2014) ; 5-fluoroindan-1-one, 1.218 (2) Å (Garcia et al.,1995) ; 5-chloroindan-1-one, 1.210 (3) Å (Ruiz et al., 2006) ; 4-bromoindan-1-one, 1.215 (2) Å (Aldeborgh et al., 2014) . These carbonyl C O bond lengths are also similar to that found in the structure of the parent compound, 1-indanone, 1.217 (2) Å (Ruiz et al., 2004) . With the exception of the methylene hydrogen atoms, both (I) and (II) are nearly planar, with r.m.s. deviations from the mean planes of all non-H atoms of 0.0460 and 0.0107 Å , respectively.
Supramolecular features
In the crystal structure of 6-chloroindan-1-one (I), the molecules pack together via van der Waals contacts, specifically C-HÁ Á ÁO interactions, without any -stacking. The C-HÁ Á ÁO interactions ( Fig. 3 and Table 1) connect the indanone oxygen atom with methylene hydrogen atoms on neighboring molecules into a two-molecule-thick sheet parallel to the (100) plane (Fig. 4) . These sheets further pack together without any notable intermolecular contacts. The closest ClÁ Á ÁCl contact between the sheets, 3.728 Å , is somewhat longer than the sum of the van der Waals radii of chlorine, 3.50 Å (Bondi, 1964 Figure 1 A view of 6-chloroindan-1-one (I) with the atom-numbering scheme. Displacement ellipsoids are shown at the 50% probability level.
Figure 2
A view of 6-bromoindan-1-one (II) with the atom-numbering scheme. Displacement ellipsoids are shown at the 50% probability level. Table 1 Hydrogen-bond geometry (Å , ) for (I). Table 2 Hydrogen-bond geometry (Å , ) for (II). 
The molecular packing in the bromo analog, 6-bromoindan-1-one (II), is distinct from that found in (I). The notable intermolecular interactions observed include -stacking, BrÁ Á ÁO, C-HÁ Á ÁO, and C-HÁ Á ÁBr interactions. The offset face-to-face -stacking can be seen to extend along the crystallographic c axis (Fig. 5) , with the molecules stacking in an alternating head-to-tail fashion featuring a C-HÁ Á ÁBr interaction with an HÁ Á ÁBr distance of 3.05 Å ( Fig. 5 and Table 2 ). The -stacking is characterized by a centroid-to-centroid distance of 3.850 (3) Å , centroid-to-plane distances of 3.530 (2) and 3.603 (2) Å , and ring offsets of 1.358 (3) and 1.536 (3) Å that result in a plane-to-plane angle of 3.1 (1) . The -stacked chains of (II) are linked into a three-dimensional lattice by C-HÁ Á ÁO interactions and a BrÁ Á ÁO contact ( Fig. 6 and Table 2 ). The BrÁ Á ÁO contact, at a distance of 3.018 (2) Å , is slightly shorter than the sum of the van der Waals radii, 3.37 Å (Bondi 1964 ). This interaction is even shorter than the BrÁ Á ÁO contact in the isomeric 4-bromoindan-1-one [3.129 (1) Å ; Aldeborgh et al., 2014] . A view of the intermolecular C-HÁ Á ÁO contacts in 6-chloroindan-1-one (I). See Table 1 for symmetry codes (i) and (ii). In this and subsequent figures the C-HÁ Á ÁX interactions are shown as dashed lines.
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Figure 4
A view of the sheet structure in 6-chloroindan-1-one (I) formed by C-HÁ Á ÁO contacts. See Table 1 for symmetry codes (i) and (ii).
Figure 5
A view of the alternating offset face-to-face -stacking and C-HÁ Á ÁBr interaction in 6-bromoindan-1-one (II) with the thick black line indicating a centroid-to-centroid interaction. See Table 2 for symmetry code (iii).
indan-1-one (Ruiz et al., 2006) and 4-bromoindan-1-one (Aldeborgh et al., 2014) . The crystal structure of 1-indanone itself was first reported in 1974 (Morin et al., 1974) and was later described in a more detailed structural and spectroscopic analysis (Ruiz et al., 2004) .
Synthesis and crystallization
6-Chloroindan-1-one (96%) and 6-bromoindan-1-one (98%) were purchased from Aldrich Chemical Company, USA, and were used as received. 
Analytical data
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 3 . After indexing with Cell_Now (Sheldrick, 2008) , 6-bromoindan-1-one (II) was refined as a two-component non-merohedral twin, BASF 0.0762 (5). Carbon-bound hydrogen atoms were included in calculated positions and refined using a riding model at C-H = 0.95 and 0.99 Å and U iso (H) = 1.2U eq (C) of the aryl and methylene C atoms, respectively. 
Computing details
For both compounds, data collection: APEX2 (Bruker, 2013 ); cell refinement: SAINT (Bruker, 2013) ; data reduction:
SAINT (Bruker, 2013 ); program(s) used to solve structure: SHELXS (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL2014/6 (Sheldrick, 2015) ; molecular graphics: SHELXTL2014 (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL2014 (Sheldrick, 2008) , OLEX2 (Dolomanov et al., 2009) and Mercury (Macrae et al., 2008) .
(I) 6-Chloroindan-1-one
Crystal data 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 111.57 (8) O1-C1-C2-C3 −174.57 (9) Cl1-C7-C8-C9 177.06 ( Special details Experimental. BASF 0.0762 (5) Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
Refinement. Refined as a 2-component twin
